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Abstract

Background: Kisspeptins, encoded by KISS1 (kisspeptin) gene binds to its receptor KISS1R (kisspeptin receptor also known as a G-
protein coupled receptor GPR54), that is expressed by gonadotropin-releasing hormone (GnRH) neurons and motivates GnRH re-
lease. KISS1 and its receptor play a critical role in the regulation of fertility and the mammalian reproductive axis activation, thus
affecting fertility and reproduction in human and other species. Mutations in KISS1 gene and its receptor can be as a cause for infer-
tility. However, there is only a limited amount of information available regarding the KISS1 gene mutations and its polymorphisms.
The aim of our study was to determine the association of A → G single-nucleotide polymorphism (SNP) Q36R at exon 4 KISS1 gene
(rs35431622) polymorphism in KISS1 gene with idiopathic infertility in women from a northern Iranian population.
Methods: Sixty-four idiopathic infertile women were found as a case group and 60 fertile women as control ones. Blood samples
were taken, DNA was extracted, and polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP) was done in
order to assess the polymorphism.
Results: Heterozygous SNP at nucleotide A to G was identified in the DNA of 6 women from 64 infertile women, and in 2 from 60
women in the control group (P value: 0.31).
Conclusions: The results suggested that Q36R (rs35431622) KISS1 gene has no association with female infertility in northern Iran.
Because of distinctive gene pools in different geographic populations, results can be different in other investigations.
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1. Background

Infertility with no reason, sometimes called idiopathic
infertility, refers to failure in conception in a couple with
its causes remained unknown even after an infertility
work-up. Usually, the duration of infertility is more than
twelve months (1). The rate of unexplained infertility varies
in different cases and studies but is usually about 10 to
20% (2, 3). Unexplained infertility is not an immovable
condition, it is a relative inability to conceive, and it is
clear that many of these couples may conceive without
treatment, but treatment will often fasten the time to con-
ceive (4). Kisspeptin–KISS1R signaling is clearly essential for
maintaining GnRH secretion. Functional polymorphisms
in KISS1 and KISS1R genes can alter the hypothalamic-
pituitary-gonadal (HPG) axis operation, thus can be ef-
fective in reproduction and other physiologic functions
which are dependent on this gonadal axis (5, 6).

KISSPEPTIN gene was first found by Lee et al. (1996)
as a metastasis suppressing gene in melanoma cell line
(7). This gene encodes for a 145 amino acid protein known

as kisspeptin-145 (8), and under proteolytic process pro-
duces a peptide containing 54 residues, called kisspeptin-
54 or metastin. It can be cleaved into shorter amino acid
sequences (identified as kisspeptin-14, kisspeptin-13 and
kisspeptin-10), all contain a common structural motif (Arg-
Phe-NH2) in their C-terminal (8, 9). KISS1 mRNA has been
detected by in situ hybridization and also reverse tran-
scription polymerase chain reaction (RT-PCR) in isolated
regions of the forebrain such as the arcuate nucleus (ARC),
the anteroventral peri-ventricular nucleus (AVPV), and the
anterodorsal preoptic nucleus (APN), as well as stria termi-
nalis and Amygdale (9, 10).

Kisspeptins are the normal ligands for GPR-54 (KISS1R)
(7, 9). The discovery of kisspeptin in 1996 added a new di-
mension to our understanding of the physiology of the hy-
pothalamic pituitary gonadal axis, reproduction, and fer-
tility (11, 12). Humans and mice that contain mutations in
the KISS1R gene show unusual traits in reproductive axis
and function such as low levels of sex steroids, failure of
pubertal development, imperfect gametogenesis, and de-
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ficiency of estrous or menstrual cycle (13, 14). Mutations
and deletions of KISS1R are also related to a serious shortage
in gonadotropin such as luteinizing hormone and follicle-
stimulating hormone (LH and FSH) secretion which was
originated from decreased secretion of GnRH (13, 15). Also
similar defects have been found for KISS1 knockout (KO)
mice (12, 16). Brain regulates production and secretion of
pituitary gonadotropins and all of the products through
GnRH neurons pathway. It is proved that kisspeptin–KISS1R
signaling has a direct effect on regulating GnRH secretion.
So, the interaction between kisspeptin andKISS1Rhas an es-
sential role in regulating the onset of puberty and repro-
ductive axis (17, 18).

Evidence suggests that loss of functional mutations or
SNPs in KISS1 and KISS1R is related to sexual immaturity and
infertility axis in humans (5, 6).

There are only few studies concerning the connection
between KISS1 gene and idiopathic infertility. For the first
time, polymorphism of the KISS1 gene was diagnosed in
china. A total of 272 Chinese Han girls were found to be cen-
tral precocious puberty (CPP) patients and 43 unrelated in-
fertile African women as case group and 288 unrelated nor-
mal fertile Chinese Han girls as control ones. Although a
novel SNP that was an amino acid substitution (P110T) was
found in KISS1 and it was statistically related to infertility
(6, 18).

This study was designed to discover the role of Q36R
polymorphism in KISS1 gene using PCR-RFLP method in id-
iopathic infertile females from northern Iran, which might
find useful information for female infertility future studies
or molecular diagnostic tests.

2. Methods

2.1. Subjects

Unexplained infertility is regarded as idiopathic in the
sense that its causes remain unknown even after an infer-
tility work-up. The case group patients were selected from
couples who attended the infertility clinic of Alzhara. They
were all about 20 to 35 years old, all had a history of infer-
tility above 12 months, and had no other genetic problems.
The cases were diagnosed according to the same criteria: 1)
normal results about ovulation and normal luteal phase;
2) normal results about fallopian tube; and 3) normal re-
sults in semen analysis from their partners as the rules of
the world health organization.

The healthy group was selected from volunteers with
no fertility problem and all had at least 1 child. Patients
and controls were given necessary information about the
research. A detailed medical and reproductive history was

also obtained from all subjects including reproductive his-
tory and also fertility evaluation of the male partner. Pa-
tients who had normal male mates with normal reproduc-
tive history were eligible for the study. At last, 64 patients
were found and selected as our idiopathic infertile case
group and healthy fertile female were selected as the con-
trol group. All the case group and control group were be-
tween 25 to 40 years old. Informed consent was obtained
from each participant included in the study and the study
protocol conformed to the ethical guidelines of the 1975
Declaration of Helsinki as reflected in a priori approval by
the institution’s human research committee.

2.2. DNA Isolation, SNP Selection

From all cases (control and patient), 2 mL peripheral
blood was taken and preserved into EDTA-coated venojects.
Genomic DNA was extracted from peripheral white blood
cells using DNA extraction kit (DNG-Plus) (Cinna Gen co.
Iran) and was kept in -70°C. Extraction product quality was
checked by electrophoresis on a 2.0% agarose gel and then
stained with ethidium bromide to make them visible (Fig-
ure 1A).

On the basis of previous studies, one SNP
was selected from the SNP database at the Na-
tional Center for Biotechnology Information
(NCBI,http://www.ncbi.nlm.nih.gov/SNP).

2.3. Genotyping

PCR amplification was done by using the following
set of primers: 5‘-CATCCCAGCTAAGGTGATCGT-3’ and 5‘-
CAGCTGGCTTCCTCTCGGT-3’. This set of primers was de-
signed by Oligo-7 software and used to amplify a 233-bp
region of the KISS1 gene. The template DNA was added to
25 µL of a mixture for the reaction containing 1 × PCR
buffer (50 mM KCl, 10 mM Tris-HCl [pH 8.3], 1.5% [vol/vol]
Triton X-100), 1.5 mM MgCl2, 200 mM of each deoxynucle-
oside triphosphate (dNTP), 50 pmol of each primer and
1 Unit a special polymerase named Taq DNA polymerase
(Gen Fanavaran, Iran).

The PCR conditions started with initial denaturation at
94°C for 5 minutes, 35 cycles of denaturation of molecules
at 94°C for 1 minute, annealing at 60°C for 1 minute, and the
products of previous level were under extension at 72°C for
1 minute, and then a final extension at 72°C for 5 minutes in
Biorad Thermocycler.

PCR products were found by electrophoresis on a 2.0%
agarose gel and then stained with ethidium bromide to
make them visible, and the gel was examined under UV
light.

Through next level, the PCR products were subse-
quently digested with the Nae1 that is one of restriction en-
zymes (RE) and recognizes a specific sequence (e.g. a SNP
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site) in the DNA fragment of this study, this enzyme was
selected from NEBcutter website. The PCR products were
centrifuged at 1000 x g for 2 minutes of duration and the
supernatants were collected for digestion. The digestions
were done in the supernatants with Nae1 restriction en-
zyme (10 U/µL) in 10 µL final volume, containing 2 µL of
Buffer 10X (Jena Bioscience), 7 µL of PCR product, and 10
units of Nae1 RE (Jena Bioscience). The digestion was set up
for one hour at the recommended temperature from sup-
plier (37°C). The generated fragments form digestion were
analyzed on 2% agarose gel and compared to PCR products
that were not treated. A 50-bp DNA ladder (New England
Biolabs, Beverly, MA) was used (Figure 1B).

Figure 1. A, Agarose Gel Electrophoresis After PCR Amplification of KISS1 Gene

Lane M, 100-bp DNA marker; lanes 1 - 5, PCR products had 233 bp; B, agarose gel elec-
trophoresis of PCR products on 2% gel. PCR products were digested with NaeI en-
zyme. Lane M, DNA ladder 50-bp; lane 1, Heterozygotes AG, (233 bp, 161, 72); lanes 2, 3
and 4: Homozygotes AA.

2.4. Statistical Analysis

Difference in the distributions between groups was
tested with Chi-squared tests (χ2) and the Med Calc version
12.1. A value of P < 0.05 was assumed statistically signifi-
cant.

3. Results

In the first part, 64 patients with the diagnosis of idio-
pathic infertile cases according to the same criteria (nor-
mal results in ovulation and luteal phase analysis, patent

fallopian tubes, and also normal results in semen analy-
sis) and 60 healthy controls were selected. The mean ages
of the control group and idiopathic female infertile case
group were about 32.66 ± 3.44 and 34.23 ± 3.77 years old,
respectively, and there was no significant different trait be-
tween control and case groups.

The length of the restriction fragments in the presence
of allele A was 233 bp and in the presence of allele G was 161
and 72 bp (Figure 1B). These substitutions in nucleotide se-
quence results in an amino acid substitution of glutamine
for arginine.

Among the case group, 58 AA (Glu homozygotes) and
6 AG (Glu/Arg heterozygotes) were identified and from
the control group, 58 were AA (Glu homozygotes) and 2
were AG (Glu/Arg heterozygotes). The GG (Arg/Arg homozy-
gotes) genotype was not detected in these groups (Table 1).
The result suggested that the SNP Q36R at exon 4 KISS1gene
is not associated with female infertility in northern Iran (P
value: 0.31).

4. Discussion

Kisspeptins, different product lengths of the KISS1gene
with capability to bind KISS1R, have been recently deter-
mined as the main factors in the reproductive pathway
with capability to activate the GnRH/LH axis as a part of re-
productive axis (18). The GnRH neuronal cells serve as the
final pathway through which the brain regulates the secre-
tion of gonadotropin hormones from the pituitary glands
(19).

As such, the activation of GnRH neurons is a cru-
cial event for the onset of puberty (20). KISS1R is lo-
cated on GnRH secreting neurons, thus, it appears that
kisspeptin/KISS1R signaling within the GnRH neuronal net-
work is important for the pubertal activation and repro-
duction (18, 21).

There are many studies which have focused on
KISS1/KISS1R function but until now there have been
few studies about finding the association between KISS1
gene and idiopathic infertility. In our study, Q36R KISS1
polymorphism has been considered in female idiopathic
infertility. In idiopathic infertile women, no definitive
cause for infertility can be found but dysfunction on
the hypothalamus-hypophysis axis can be a main reason
(22), so, it is hypothesized functional SNPs in KISS1 and its
receptor may be related to idiopathic infertility. There are
studies which have investigated inactivating mutations
in KISS1R in idiopathic hypogonadotropic hypogonadism
(IHH) cases and the lack of fertility maturation of the
KISS1R null mouse; these studies have shown an unknown
role for KISS1 and its receptor in the physiologic cycle of
puberty, fertility, and reproduction (23, 24).
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Table 1. Distribution of Q36R Kiss1 Genotypes in Idiopathic Infertile Women and Fertile Controlsa

KISS1 SNP Idiopathic Infertile Women (n = 64) Controls (n = 60) n (%) ORb (95% CI) P Valuec

Aallele 122 (95) 118 (98) 1 (Ref)

G allele 6 (5) 2 (2) 2.57 (0.48 - 13.61) 0.44

A/A 58 (90.62) 58 (96.66) 1 (Ref)

A/G 6 (9.38) 2 (3.33) 3.00 ( 0.58 - 15.48) 0.31

G/G 0 (0) 0 (0) - -

aValues are expressed as No. (%).
bA allele or A/A Kiss1 SNP genotypes were considered as the baseline when calculating the relative crude ORs.
cCorrected P value.

In this study, we detected Q36R polymorphism in KISS1
gene, among 64 idiopathic infertile women and 6 patients
carried this SNP, and among 60 controls, 2 of them could
be detected with this SNP (Chi Square: 0.203, P value: 0.31),
thus Q36R polymorphism at exon 4 KISS1 gene is not associ-
ated with female infertility in northern Iran. However be-
cause of distinctive gene pools in different geographic pop-
ulations, results may be different in other studies.

In a study in china, for the first time polymorphism
scans of the KISS1 gene were carried out by bidirectional
resequencing of the whole gene in 272 Chinese Han girls
diagnosed to be central precocious puberty (CPP) patients
and 43 unrelated infertile African women as case group
and 288 unrelated normal fertile Chinese Han girls as con-
trol ones. By sequencing for the second time, eight new
polymorphisms were found and five of them were typed
forming 18 haplotypes. Although one novel SNP that was
one amino acid substitution (P110T) was found in KISS1 to
be statistically related to infertility (P = 0.025). Other SNPs
and all the haplotypes were not found to be related to the
disease (6, 18).

The other study was due to find the KISSPEPTIN gene
mutations or polymorphisms in Korean girls with central
precocious puberty (CPP). A total of 101 Korean girls with
CPP were chosen as the case group and 51 healthy fertile
Korean female adults as the control ones. All coding ex-
ons and also all exon-intron boundaries of the KISSPEPTIN
gene were sequenced. As a result, p.P110T was found less
frequently in CPP patients or case group than in the con-
trol group (P = 0.022). In addition, the CPP patients with
p.P110T showed lower FSH peaks under GnRH stimulation
than those ones without p.P110T (P = 0.002). This polymor-
phism was suggested to have a protective effect on puberty
process and fertility; it means two completely different re-
sults have been obtained for p.P110T in Chinese and Korean
girls (6, 18).

KISS1 gene variations may also be involved in cancer. In
a study in Brazil, no association has been found between

Q36R KISS1 gene polymorphism and head and neck cancer
(25).

In conclusion, this study tried to show the connections
between the special SNP in KISSPEPTIN gene and female
idiopathic infertility in northern Iran. These novel mu-
tations provide further evidence that KISS1 gene is a key
regulator of reproductive function and the results would
deepen our comprehension of both the KISS1 gene and the
mechanism of infertility. The evaluation of reproductive
hormones in these patients may further reveal the effect of
kisspeptin deficiency on fertility and it is clear that study-
ing on a bigger population and also different nationali-
ties/races may reveal more comprehensive and accurate re-
sults. It is important that the limitation of this research
calls for more future studies to confirm the actual effect of
this polymorphism.

Acknowledgments

We would like to thank all patients from Alzhara, Razi
hospitals and Jam’s clinic for their kind assistance in the
collection of blood samples. This study was partly sup-
ported by University of Guilan.

Footnotes

Conflict of Interest: There is no conflict of interest in this
research.

Authors’ Contribution: Anna Rafeie and Zakieh Siapoosh
are contributed equally to this research work.

References

1. Keck C, Tempfer CB, Hugues JN. Conservative infertility management.
CRC Press. 2016 2 3.

2. Isaksson R, Tiitinen A. Present concept of unexplained infertility. Gy-
necological endocrinology. 2004 5 1;18(5):278–90.

4 Gene Cell Tissue. 2017; 4(3):e12355.

http://genecelltissue.com


Vaziri H et al.

3. Tikkanen M. Placental abruption: epidemiology, risk factors and
consequences. Acta obstetricia et gynecologica Scandinavica. 2011 2
1;90(2):140–9.

4. Evers JL. Female subfertility. The Lancet. 2002 7 13;360(9327):151–9.
5. Irwig MS, Fraley GS, Smith JT, Acohido BV, Popa SM, Cunningham MJ,

et al. Kisspeptin activation of gonadotropin releasing hormone neu-
rons and regulation of KiSS-1 mRNA in the male rat. Neuroendocrinol-
ogy. 2004;80(4):264–72. doi: 10.1159/000083140. [PubMed: 15665556].

6. Ko JM, Lee HS, Hwang JS. KISS1 gene analysis in Korean girls with cen-
tral precocious puberty: a polymorphism, p.P110T, suggested to exert
a protective effect. Endocr J. 2010;57(8):701–9. [PubMed: 20631455].

7. Clements MK, McDonald TP, Wang R, Xie G, O’Dowd BF, George SR,
et al. FMRFamide-related neuropeptides are agonists of the orphan
G-protein-coupled receptor GPR54. Biochem Biophys Res Commun.
2001;284(5):1189–93. doi: 10.1006/bbrc.2001.5098. [PubMed: 11414709].

8. d’Anglemont de Tassigny X, Fagg LA, Dixon JP, Day K, Leitch HG, Hen-
drick AG, et al. Hypogonadotropic hypogonadism in mice lacking a
functional Kiss1 gene. Proc Natl Acad Sci U S A. 2007;104(25):10714–9.
doi: 10.1073/pnas.0704114104. [PubMed: 17563351].

9. de Roux N, Genin E, Carel JC, Matsuda F, Chaussain JL, Milgrom
E. Hypogonadotropic hypogonadism due to loss of function of
the KiSS1-derived peptide receptor GPR54. Proc Natl Acad Sci U
S A. 2003;100(19):10972–6. doi: 10.1073/pnas.1834399100. [PubMed:
12944565].

10. Funes S, Hedrick JA, Vassileva G, Markowitz L, Abbondanzo S, Golovko
A, et al. The KiSS-1 receptor GPR54 is essential for the development
of the murine reproductive system. Biochem Biophys Res Commun.
2003;312(4):1357–63. [PubMed: 14652023].

11. Gottsch ML, Cunningham MJ, Smith JT, Popa SM, Acohido BV,
Crowley WF, et al. A role for kisspeptins in the regulation of go-
nadotropin secretion in the mouse. Endocrinology. 2004;145(9):4073–
7. doi: 10.1210/en.2004-0431. [PubMed: 15217982].

12. Greives TJ, Mason AO, Scotti MA, Levine J, Ketterson ED, Kriegsfeld LJ, et
al. Environmental control of kisspeptin: implications for seasonal re-
production. Endocrinology. 2007;148(3):1158–66. doi: 10.1210/en.2006-
1249. [PubMed: 17185375].

13. Lashen H. Investigations for infertility.CurrentObstetrics andGynaecol-
ogy. 2001 8 1;11(4):239–44.

14. Edelstam G, Sjösten A, Bjuresten K, Ek I, Wånggren K, Spira J. A new
rapid and effective method for treatment of unexplained infertility.
Human reproduction. 2008 2 15;23(4):852–6.

15. Kotani M, Detheux M, Vandenbogaerde A, Communi D, Vander-
winden JM, Le Poul E, et al. The metastasis suppressor gene KiSS-1
encodes kisspeptins, the natural ligands of the orphan G protein-
coupled receptor GPR54. J Biol Chem. 2001;276(37):34631–6. doi:
10.1074/jbc.M104847200. [PubMed: 11457843].

16. Kuohung W, Kaiser UB. GPR54 and KiSS-1: role in the regulation of
puberty and reproduction. Rev EndocrMetab Disord. 2006;7(4):257–63.
doi: 10.1007/s11154-006-9020-2. [PubMed: 17206526].

17. Lee JH, Miele ME, Hicks DJ, Phillips KK, Trent JM, Weissman BE, et al.
KiSS-1, a novel human malignant melanoma metastasis-suppressor
gene. J Natl Cancer Inst. 1996;88(23):1731–7. [PubMed: 8944003].

18. Luan X, Zhou Y, Wang W, Yu H, Li P, Gan X, et al. Association study of
the polymorphisms in the KISS1 gene with central precocious puberty
in Chinese girls. Eur J Endocrinol. 2007;157(1):113–8. doi: 10.1530/EJE-07-
0061. [PubMed: 17609410].

19. Ohtaki T, Shintani Y, Honda S, Matsumoto H, Hori A, Kanehashi
K, et al. Metastasis suppressor gene KiSS-1 encodes peptide ligand
of a G-protein-coupled receptor. Nature. 2001;411(6837):613–7. doi:
10.1038/35079135. [PubMed: 11385580].

20. Ojeda SR, Urbanski HF, Ahmed CE. The onset of female puberty:
studies in the rat. Recent Prog Horm Res. 1986;42:385–442. [PubMed:
3090657].

21. Levine JE. Encyclopedia of hormones. In: Henry H, Norman A, editors.
2003. Gonadotropin-releasing hormone (GnRH); p. 157–65.

22. Seminara SB, Messager S, Chatzidaki EE, Thresher RR, Acierno Jr JS,
Shagoury JK, Kuohung , W, Schwinof KM, Hendrick AG, Zahn D. The
GPR54 gene as a regulator of puberty.Obstetrical andGynecological Sur-
vey. 2004 5 1;59(5):351–3.

23. Templeton AA, Penney GC. The incidence, characteristics, and
prognosis of patients whose infertility is unexplained. Fertil Steril.
1982;37(2):175–82. [PubMed: 7060767].

24. Semple RK, Achermann JC, Ellery J, Farooqi IS, Karet FE, Stanhope
RG, O’rahilly S, Aparicio SA. Two novel missense mutations in g
protein-coupled receptor 54 in a patient with hypogonadotropic hy-
pogonadism. Journal of Clinical Endocrinology and Metabolism. 2005 3
1;90(3):1849–55.

25. Ruiz MT, Galbiatti AL, Pavarino EC, Maniglia JV, Goloni-Bertollo EM.
Q36R polymorphism of KiSS-1 gene in Brazilian head and neck cancer
patients. Mol Biol Rep. 2012;39(5):6029–34. doi: 10.1007/s11033-011-1416-
8. [PubMed: 22209985].

Gene Cell Tissue. 2017; 4(3):e12355. 5

http://dx.doi.org/10.1159/000083140
http://www.ncbi.nlm.nih.gov/pubmed/15665556
http://www.ncbi.nlm.nih.gov/pubmed/20631455
http://dx.doi.org/10.1006/bbrc.2001.5098
http://www.ncbi.nlm.nih.gov/pubmed/11414709
http://dx.doi.org/10.1073/pnas.0704114104
http://www.ncbi.nlm.nih.gov/pubmed/17563351
http://dx.doi.org/10.1073/pnas.1834399100
http://www.ncbi.nlm.nih.gov/pubmed/12944565
http://www.ncbi.nlm.nih.gov/pubmed/14652023
http://dx.doi.org/10.1210/en.2004-0431
http://www.ncbi.nlm.nih.gov/pubmed/15217982
http://dx.doi.org/10.1210/en.2006-1249
http://dx.doi.org/10.1210/en.2006-1249
http://www.ncbi.nlm.nih.gov/pubmed/17185375
http://dx.doi.org/10.1074/jbc.M104847200
http://www.ncbi.nlm.nih.gov/pubmed/11457843
http://dx.doi.org/10.1007/s11154-006-9020-2
http://www.ncbi.nlm.nih.gov/pubmed/17206526
http://www.ncbi.nlm.nih.gov/pubmed/8944003
http://dx.doi.org/10.1530/EJE-07-0061
http://dx.doi.org/10.1530/EJE-07-0061
http://www.ncbi.nlm.nih.gov/pubmed/17609410
http://dx.doi.org/10.1038/35079135
http://www.ncbi.nlm.nih.gov/pubmed/11385580
http://www.ncbi.nlm.nih.gov/pubmed/3090657
http://www.ncbi.nlm.nih.gov/pubmed/7060767
http://dx.doi.org/10.1007/s11033-011-1416-8
http://dx.doi.org/10.1007/s11033-011-1416-8
http://www.ncbi.nlm.nih.gov/pubmed/22209985
http://genecelltissue.com

	Abstract
	1. Background
	2. Methods
	2.1. Subjects
	2.2. DNA Isolation, SNP Selection
	2.3. Genotyping
	Figure 1

	2.4. Statistical Analysis

	3. Results
	Table 1

	4. Discussion
	Acknowledgments
	Footnotes
	Conflict of Interest
	Authors' Contribution

	References

