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Background: Organisms producing CTX-M-lactamases are known as the source of resistance to Oxyiminocephalosporins such as 
Eeftriaxone and Ceftazidime. However, the laboratory detection of these strains is not well defined.
Objectives: The aim of this study was to determine the presence and prevalence of known CTX-M-beta- beta-lactamase genes in clinical 
isolates of Enterobacteriaceae from Arak educational hospitals, Iran.
Materials and Methods: During a 10-month period (May to February 2010), 350 randomly Enterobacteriaceae isolates were obtained from 
the clinical laboratories of different hospitals of Arak University of Medical Sciences, Iran. Antibiotic susceptibility was tested by CLSI disk 
diffusion and extended spectrum beta-lactamase (ESBL) confirmatory tests. Minimum Inhibitory Concentration (MICs) was determined 
by broth micro dilution. All of the ESBL-producing isolates were examined by PCR to detect the presence of bla CTX-M genes.
Results: In phenotypic confirmatory test, 154 (44%) out of 350 clinical isolates were ESBL positive. Using molecular assay, 154 strains 
potentially producing extended-spectrum-beta -lactamases were examined for the presence of CTX-M enzymes. 92.2% isolates CTX-M - 1, 
28.5% isolates CTX-M-2, 17.5% isolates CTX-M-8, and 38.3% isolates CTX-M-9 genes detected by PCR.
Conclusions: The levels of resistance to Ceftazidime were remarkably variable among CTX-Mproducers. This study provides further 
evidences of the global dissemination of CTX-M type ESBLs and emphasized on the need for their epidemiological monitoring.
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Implication for health policy/practice/research/medical education:
Today, an increased bacterial resistance against antibiotics has become a major worldwide concern. During the past years, increasing rates of infections 
by extended spectrum beta-lactamase (ESBL) - producing isolates has greatly limited the use of noncarbapenem beta-lactam antibiotics, thus the thera-
peutic importance of carbapenem and non-beta lactam antibiotics has risen incrementally. The cotransmission of antibiotic resistance genes via plas-
mids may also compromise the effectiveness of many antibiotics. Therising antibiotic resistance rates among clinical isolates have resulted in increased 
morbidity and mortality and extended periods of hospitalization, consequently, increased economic costs.
Copyright ©  2013, Ahvaz Jundishapur University of Medical Sciences; Published by Kowsar Corp. This is an open-access article distributed under the terms of the Cre-
ative Commons Attribution License, which permits unrestricted use, distribution, and reproduction in any medium, provided the original work is properly cited.

1. Background
The recent global spread of Escherichia coli producing 

CTX-M extended-spectrum β-lactamases (ESBL) is a major 
concern because of new microbiological and epidemio-
logical features.

Plasmid-mediated extended-spectrum β-lactamases 
extended spectrum beta-lactamase (ESBLs) are increas-
ingly frequent among clinical isolates of the family En-
terobacteriaceae throughout the world. The development 
of new enzyme groups that have a typical ESBL resistance 
phenotype but are non-TEM and non-SHV derivatives 
have recently been reported (1). CTX-M-type-lactamases 
constitute a novel group of enzymes encoded by Trans-
ferable plasmids (1). The CTX-M-type enzymes are a group 
of molecular class A extended-spectrum β- lactamases (ES-
BLs)that exhibit a general preference Tocefotaxime (CTX; 
hence the CTX-M name) and Ceftriaxoneand are capable 
to hydrolyze broad-spectrum Cephalosporins and are in-
hibited by Clavulanic acid, Sulbactam and Tazobactam. 

These enzymes are emerging in members of the family 
Enterobacteriaceae, that can cause resistance to CTX and 
other expanded-spectrum-lactams (2).

The first two CTX-M-type enzymes were reported in Eu-
ropean countries in 1989 (1, 3). To this point, more than 
40CTX-M-type-lactamases have been identified in various 
clinical isolates, mostly in Enterobacterial species such 
as Escherichia coli, Klebsiella pneumonia and Salmonella 
enterica serovar Typhimurium. These enzymes have been 
classified in to five major phylogenetic branches based 
on their amino acid sequence homologies (4).

The CTX-M group I including CTX-M-1,-3,-10,-12, -15,-
28,-30 (5): and FEC-1; the CTX-M group II including CTX-
M-2,-4,-5,-6,-7,-20 and Toho-1;the CTX-M group III includ-
ing CTX-M-8; the CTX-M group IV including CTX-M-9,-13,-14 
(also named CTX-M-18),-16,-17,-19,-21,-24,-27 and Toho-2;and 
the CTX-M group V with CTX-M-25 and CTX-M-26. The CTX-
M group consist of five groups, each group contains dif-
ferent types. Beta-Lactamases of the CTX-M group II are 
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structurally related to the naturally produced beta-lacta-
mase of Kluyvera ascorbata (6), and in CTX-M group III, is 
related to beta-lactamase of K. georgiana (7), and CTX-M 
group I enzymes are related to the beta-lactamases of K. 
cryocrescens (8). Although an identical enzyme to CTX-M-3 
was isolated from K.ascorbata (9). The CTX-M group IV is 
related to enzymes from Kluyvera spp. isolated in Guyana, 
which was identical to CTX-M-14 (10).

CTX-M-producing strains were initially found in west 
Europe, they have now been observed over a wide geo-
graphical area, including Latin America(4), Africa, Asia 
(11), some parts of eastern Europe (12) and recently, North 
America (13).

2. Objectives
In this work we report the dissemination of various 

CTX-M-Type beta-lactamases (CTX-M-1, CTX-M-2, CTX-M-8, 
CTX-M-9) in clinical isolates of Enterobacteriaceae from 
Arak educational hospital of University of Medical Sci-
ences, Iran.

This study provides evidences about the global dissemi-
nation of CTX-M type ESBLs and emphasizes on the need 
of its epidemiological monitoring.

3. Materials and Methods

3.1. Bacterial Strains 
350 randomly selected Enterobacteriaceae were isolated, 

during a 10-month period (May to February 2010), from 
clinical specimens Arak educational hospitals of Medical 
University, Iran. These organisms were screened for the 
presence of ESBL and then investigated for the presence 
of CTX-M-Type beta-lactamese. The isolated bacteria were 
kept at -70˚C before tested.

3.2. Phenotypic Detection of ESBL
ESBL producers were detected by combination disk 

methods (CLSI) (14). CAZ/CA (10 µg of clavulanic acid and 
30 µg of CAZ) and CTX/CA (10 µg of CA and 30µg of CTX) 
(provided by Mast-German) disks were placed on the in-
oculated plates containing Muller Hinton agar. A positive 
test result was defined as a ≥ 5 mm increase in diameter 
of inhibition zone compared to a disk without Clavulanic 
acid (15).

Antibiotic susceptibility tests and Minimum Inhibitory 
Concentration (MIC) of antimicrobial agents that are 
usually active against the Enterobactericaeae were deter-
mined by an antibiotic disk diffusion method on Mueller-
Hinton (MH) agar (Figure 1). Escherichia coli ATCC 25922 
and P. aeruginosa ATCC 27853 were used as controls. 

MICs of Ceftazidime and Cefotaxime were determined 
by a micro dilution test using Cation-Adjusted Mueller-
Hinton (MH) broth, in accordance with the Criteria of 
the Clinical and Laboratory Standards Institute (15). The 
MIC panels were prepared in house. Plates were incu-
bated at 35°C for 18 hours before reading the results. E.coli 
ATCC25922 was used as a reference for quality control of 
in vitro susceptibility testing.
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Figure 1. Resistance Rate to Antibiotics Among Clinical Isolates of Entero-
bacteriaceae Members

Table1. Primers Used for Amplification

Gene Primer Sequence Product Size, bp Annealing Temp, °C MgCl2 Concentration, mM

blaCTX-M1 F: 5' AAGACTGGGTGTGGCATTGA 3' 670 52 2

R: 5' AGGCTGGGTGAAGTAAGTGA 3

blaCTX-M2 F: 5'CGACGCTACCCCTGCTATT 3' 552 60 3

R: 5' CCAGCGTCAGATTTTTCAGG3'

blaCTX-M8 F: 5' CGC TTT GCC ATG TGC AGC ACC3' 307 58 2

R: 5' GCT CAG TAC GAT CGA GCC 3'

blaCTX-M9 F: 5' GCTTTATGCGCAGACGAGTG 3' 666 50 2

R: 5' GCCAGATCACCGCAATATCA 3'

3.3. DNA Extraction and PCR Experiments
Genomic DNA template preparation using boiling 

methods and PCR amplification for CTX-M beta-lactamase 

genes were as follow: denaturation at 95°C for 5 minutes, 
followed by 30 cycles of denaturation at 95°C for 1minute, 
annealing for 1minute (according to Table 1), extension at 
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72°C for 1 minute and final extension at 72°C for 5 min-
utes. The primers, and fragment size are listed in Table 1.  

PCR products were subjected to electrophoresis on hori-
zontal 1% agarose gels in TBE 1X buffer, loaded with 5 µL 
of reaction mix and stained with ethidium bromide after 
electrophoresis (Figure 2). 

Figure 2. Gel Electrophoresis of the PCR Products (blaCTX-M1 , blaCTX-
M2, blaCTX-M8 and blaCTX-M9 Genes)

lane12: molecular weight marker (100 bp ladder), lane 9,11,14 and 16:posi-
tive control ; lane 8,10,13,15:isolated strains which produced blaCTX-M1 , 
blaCTX-M2, blaCTX-M8 and blaCTX-M9

3.4. Statistics
Statistical analysis was performed using SPSS for win-

dows version 11.5. Resistances were compared by Chi- 
square test. P value < 0.05 was considered to be statisti-
cally significant.

4. Results

4.1. Bacterial Strains and Antibiotic Susceptibility 
Patterns

From May to February 2010, a total of 350 positive sam-
ples for Enterobacteriaceae were processed. 60% of the 
specimens were collected from hospitalized patients 
and 40% from outpatients urine (n = 251), wound (n = 42), 
blood (n = 29), sputum (n = 28) samples. The resistance 
rate to the antimicrobial agents was as follows: Amoxy-
clav (81.7%), Ceftriaxone (68.5%), Cefotaxime (56.5%), 
Ceftazidime (48.8%), Cefoxitin (28%), Cefotetan (12%), Me-
ropenem (5.7%), Imipenem (2%). 

Among the tested third-generation Cephalosporins, the 
highest resistance was found against Ceftriaxone and Ce-
fotaxime (68.5% and 56.5%, respectively).

Resistance phenotypes of ESBL- producing isolates were 
identified as follow: 80.5% (n = 108) of isolates E. coli , 71.9% 
(n = 41) of isolates Klebsiella pneumoniae, and in 50% (n 
= 5) of isolates Enterobacter cloacae, the ESBL producers 
were identified using the combined disk methods. The 
majority of ESBL producer that were mainly resistant to 
Cefotaxime and Ceftazidime, were obtained from urine 
(n = 251) followed by wound (n = 42), blood (n = 29), spu-
tum (n = 28) specimens (Table 2). Also the most common 
ESBL positive phenotype was observed among hospital-
ized patients (48.5%). 

Table 2. Frequency of Enterobacteriaceae Isolates Based on ESBL 
Phenotype and Sample Type

Sputum, 
%

Blood, 
%

Wound, 
%

Urine, 
%

ESBL positive 
phenotype

68.5 83.4 76 75.8

ESBL negative 
phenotype

31.5 16.6 24 24.2

4.2. MIC Determination
The MICs of the resistant isolates for Ceftazidime ranged 

between 16 and ≥ 512 µg/mL, whereas for Cefotaxime this 
amount varied between 64 and ≥ 512 µg/mL. According 
to our result more than 85% of the putative ESBL pro-
ducers had MIC CAZ ≥ 16 and 98% of ESBL producer had 
MIC CTX ≥ 64. Nevertheless, a high diversity of the resis-
tancelevel to Cefotaxime was observed for CTX-M-positive 
strains, as illustrated by the broad range of MICs (64 to ≥ 
512 µg/mL) (Table 3). 

Table 3. MIC Result to Micro Broth Dilution Method

Isolates, µg/mL ≤ 4 8 16 32 64 128 256 ≥ 512

Ceftazidime 11 11 39 33 27 20 10 3

Cefotaxime 1 1 1 0 11 36 43 16

4.3. Detection of CTX-M-Producing Isolates

4.3.1. PCR Amplification
The resistant phenotypes of the 154 (44%) isolates were 

suggestive of CTX-M-type ESBL production that was ob-
tained by Screening bla CTX-M determinants by PCR using 
four sets of Specific primers for the CTX-M family of ES-
BLs. Out of 154 ESBL positive, 92.2% isolates were CTX-M - 1, 
28.5% isolates were CTX-M-2, 17.5% isolates were CTX-M-8, 
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and 38.3% isolates were CTX-M-9 genes detected by PCR 
(Figure 2) (Table 4).

Also Table 5 shows the frequency of the beta-lactamase 
genesbased in isolated microorganisms from patients in 
different status. 

Table 4. Frequency of ESBLs Producing Isolates by PCRa

Isolates, % CTX-M-
Typebeta 
lactamase

Enterobacter cloacae E.coli K.Pneumonia

60 95.3 87.8 CTX-M-1

0 35.1 14.6 CTX-M-2

20 16.6 19.5 CTX-M-8

20 45.3 21.9 CTX-M-9
a P < 0.001

Table 5. Frequency of the beta-lactamase Genes Based on 
Patients Status

Frequency Hospitalization, % Outpatients, %

CTX-M-1 91.1 49.2

CTX-M-2 24.5 36.5

CTX-M-8 8.8 34.6

CTX-M-9 38.2 38.4

5. Discussion
There has been a dramatic increase in the number of 

CTX-M beta-lactamase producing organisms that were re-
ported in the literature (5). This class of beta-lactamases 
has been recognized worldwide as an important mecha-
nism of resistance to Oxyimino-cephalosporins used by 
Gram-negative pathogens.. In most of the cases, organ-
isms producing these enzymes display higher levels of 
resistance to Cefotaxime and Ceftriaxone than Ceftazi-
dime (5). However, phenotypic differentiation of organ-
isms produce CTX-M beta-lactamases from organisms 
that produce other types of ESBLs can be difficult (12). 
Therefore, susceptibility testing which relies on identi-
fying organisms that are resistant to Cefotaxime and/or 
Ceftriaxone but susceptible to Ceftazidime is not a reli-
able approach (5).

In our study antimicrobial susceptibility testing 
showed that the majority of isolates were resistant to at 
least one of the third-generation Cephalosporines. In a 
Study by Jeong et al. in 2004 in North Korea showed (16), 
Ceftazidime and Cefotaxime resistance was respectively 
11% and 14%. Retrospective studies about resistance to an-
tibiotics showed an increasing trend (17, 18).

Of totally 350 isolates, 203 isolates (58%) showed ESBL 
phenotype detected by combination disk method which 
is different from the reported rates of ESBLs in other 
countries in our region such as India (97.1%), Turkey (57%) 

and Korea (68.7%) (19, 20). As 154 (44%) of 203 Ceftazidime 
resistance or Cefotaxime resistance isolates were ESBL 
positive in this study, it appears that ESBL production has 
a significant role in resistance to Cephalosporines rather 
than other mechanisms of resistance such as the loss of 
porins and efflux pumps in our research (21).

In this study, the best coverage against ESBL-producing 
isolates was obtained with Imipenem. Although, the Car-
bapenem resistance has been rarely reported in past, but 
its resistance rates have recently increased. Nonetheless , 
Carbapenem remains as the first choice for treatment of  
infections  caused by ESBL-producing Entrobacteriaceae. 
It has been estimated that the worldwide Carbapenem 
resistance is near 2% (22). When national data are taken 
into account, this estimation are 0 to 8% (23) Most ESBLs 
caused resistance to one or more of the Oxyminobeta-
lactams, the beta-lactamase does not always increase the 
MICs (24). The MICs of Ceftazidime in majority of ESBL 
positive isolates (n = 132) were > 16 µg/mL.

Several studies revealed that distribution of ESBLs is 
widespread in our country. So the prevalence of E. coli and 
K. pneumoniae in 2009, 2010 in Iran were reported 52.5%, 
59.2% (25, 26). In this study, the prevalence of ESBL pro-
ducers among E. coli strains was 80.5%, the this amount 
among K. pneumonia strains was 71.9% and the among E. 
cloacae strains was 50%.

In this study, the frequency of CTX-M-1,-2,-8,-9 among 
isolated bacteria were 92.2%, 28.5%, 17.5%, 38.3% respective-
ly. It has been reported that the presence of CTX-M-type 
beta-lactamases in Enterobacteriaceae isolates is up to 
80% globally (27). In Turkey, recent studies reported that 
CTX-M-type beta-lactamases are very common in E. coli 
Isolated. It was reported that CTX-M-type beta-lactamase 
was obtained from 86.8% of community and hospital 
originated ESBL-producing strains (n = 61) (28). In an-
other study, CTX-M-type beta-lactamase was detected in 
13 (76.5%) of 17 ESBL-producing Enterobacteriaceae strains 
collecting from community (29). In a more recent study 
from Turkey, a high prevalence (98%) of CTX-Mtypebeta-
lactamases was found in ESBL positive Enterobacteriaceae 
strains (n = 51) isolated from urinary tract infections (30).

Similar studies in Sudan, Korea, Thailand showed that 
the frequency of CTX-M-1 were respectively 45.9%, 16.4%, 
14% compared with our findings is less abundant (31-33). 
Also, other studies showed the dissemination of CTX-M8 
gene in Iran are higher than other parts of the world (34) 
On the other hand, in this study,  the frequency of CTX-
M-9 in isolates was less than Germany, America, Canada 
(ranged 38.5%-58.5%) (35, 36).

Today, an increase in bacterial resistance against anti-
biotics has become a major worldwide problem. During 
the past years, increasing rates of infections by extended 
spectrum beta-lactamase (ESBL)- producing isolates has 
greatly limited the use of non-carbapenem beta-lactam 
antibiotics, and thus the importance of Carbapenemand 
non-beta lactam antibiotics with therapeutic purposes 
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has incrementally increased. The co-transmission of an-
tibiotic resistance genes via plasmids may also affect the 
effectiveness of many antibiotics activities. Increased 
amount of antibiotic resistance rates among clinical 
isolates have resulted to higher morbidity and mortality 
and extended periods of hospitalization, consequently, 
has increased the economic costs (37).

From the results of this study, can be concluded that 
the number of ESBL – producing Enterobacteriaceae in pa-
tients enrolled in this study is higher compared with oth-
er parts of the world. Klebsiella species and  E. coli are com-
promising the major microbial population. In order to 
resolve this problem, it is important to emphasize on the 
balanced and cyclic use of extended spectrum β-lactam 
drugs and imply an appropriate infection control strat-
egy in hospitals. In addition, regular surveillance of resis-
tance to antimicrobial agents is necessary.

Our findings were supported by the fact that many 
CTX-M cases were observed during hospitalization. These 
significant public health implications mean that the 
spread of bacteria producing ESBLs (particularly CTX-M 
enzymes) requires precise monitoring, enhanced surveil-
lance and modifications have to be made in the antibiotic 
utilization policies with careful consideration, before the 
resistance predicaments worsen.

Acknowledgements
The authors are thankful to the vice chancellor of Re-

search affairs of Arak University of Medical Sciences for 
the financial support.

Authors’ Contribution
All authors had equal contribution.

Financial Disclosure
None declared.

Funding/Support
All authors have nothing to declare.

References
1.       Bradford Patricia A. Extended-spectrum Î²-lactamases in the 21st 

century: characterization, epidemiology, and detection of this 
important resistance threat. Clin Microbiol Rev. 2001;14(4):933–
951.

2.       Tsao SG, Brunk CF, Pearlman RE. Hybridization of nucleic acids 
directly in agarose gels. Anal Biochem. 1983;131(2):365–72.

3.       Barthelemy M, Peduzzi J, Bernard H, Tancrede C, Labia R. Close 
amino acid sequence relationship between the new plasmid-me-
diated extended-spectrum beta-lactamase MEN-1 and chromo-
somally encoded enzymes of Klebsiella oxytoca. Biochim Biophys 
Acta. 1992;1122(1):15–22.

4.       Bonnet R, Sampaio JL, Labia R, De Champs C, Sirot D, Chanal C, 
et al. A novel CTX-M beta-lactamase (CTX-M-8) in cefotaxime-re-
sistant Enterobacteriaceae isolated in Brazil. Antimicrob Agents 
Chemother. 2000;44(7):1936–42.

5.       Bonnet R. Growing Group of Extended-Spectrum Beta-Lac-
tamases: the CTX-M Enzymes.  Antimicrob Agents Chemother 

2004;48(1):1–14.
6.       Humeniuk C, Arlet G, Gautier V, Grimont P, Labia R, Philippon A. 

Beta-lactamases of Kluyvera ascorbata, probable progenitors of 
some plasmid-encoded CTX-M types. Antimicrob Agents Chemoth-
er. 2002;46(9):3045–9.

7.       Poirel L, Kampfer P, Nordmann P. Chromosome-encoded Ambler 
class A beta-lactamase of Kluyvera georgiana, a probable progen-
itor of a subgroup of CTX-M extended-spectrum beta-lactamases. 
Antimicrob Agents Chemother. 2002;46(12):4038–40.

8.       Decousser JW, Poirel L, Nordmann P. Characterization of a chro-
mosomally encoded extended-spectrum class A beta-lactamase 
from Kluyvera cryocrescens. Antimicrob Agents Chemother. 
2001;45(12):3595–8.

9.       Rodriguez MM, Power P, Radice M, Vay C, Famiglietti A, Galleni M, 
et al. Chromosome-encoded CTX-M-3 from Kluyvera ascorbata: a 
possible origin of plasmid-borne CTX-M-1-derived cefotaximases. 
Antimicrob Agents Chemother. 2004;48(12):4895–7.

10.       Olson AB, Silverman M, Boyd DA, McGeer A, Willey BM, Pong-Por-
ter V, et al. Identification of a progenitor of the CTX-M-9 group 
of extended-spectrum beta-lactamases from Kluyvera georgiana 
isolated in Guyana. Antimicrob Agents Chemother. 2005;49(5):2112–
5.

11.       Chanawong A, M'Zali FH, Heritage J, Xiong JH, Hawkey PM. Three 
cefotaximases, CTX-M-9, CTX-M-13, and CTX-M-14, among Entero-
bacteriaceae in the People's Republic of China. Antimicrob Agents 
Chemother. 2002;46(3):630–7.

12.       Baraniak A, Fiett J, Sulikowska A, Hryniewicz W, Gniadkowski M. 
Countrywide spread of CTX-M-3 extended-spectrum beta-lacta-
mase-producing microorganisms of the family Enterobacteria-
ceae in Poland. Antimicrob Agents Chemother. 2002;46(1):151–9.

13.       Moland ES, Black JA, Hossain A, Hanson ND, Thomson KS, Pottum-
arthy S. Discovery of CTX-M-like extended-spectrum beta-lacta-
mases in Escherichia coli isolates from five US States. Antimicrob 
Agents Chemother. 2003;47(7):2382–3.

14.       Performance standards for antimicrobial disc susceptibility tests.: 
XVI International Supplement M100-S16 2006; Wayne Pa, USA: 
National Committee for Clinical Laboratory Standards.

15.       National Committee for Clinical Laboratory Standards . Methods 
for dilution antimicrobial susceptibility tests for bacteria that grow 
aerobically. Approved standard M7-A5.Wayne, Pa: Clinical and Labo-
ratory Standards Institute; 2000.

16.       Jeong Seok Hoon, Bae Il Kwon, Lee Jung Hun, Sohn Seung Ghyu, 
Kang Geun Ho, Jeon Ghil Ja, et al. Molecular Characterization of 
Extended-Spectrum Beta-Lactamases Produced by Clinical Iso-
lates of Klebsiella pneumoniae and Escherichia coli from a Ko-
rean Nationwide Survey. J Clin Microbiol. 2004;42(7):2902–2906.

17.       Chen MJ, Wang H. [Continuous surveillance of antimicrobial 
resistance among nosocomial gram-negative bacilli from inten-
sive care units in China]. Zhonghua Yi Xue Za Zhi. 2003;83(5):375–
81.

18.       Perilli Mariagrazia, Dell'Amico Emanuela, Segatore Bernardetta, 
de Massis Maria Rosaria, Bianchi Ciro, Luzzaro Francesco, et al. 
Molecular Characterization of Extended-Spectrum β-Lactamases 
Produced by Nosocomial Isolates of Enterobacteriaceae from an 
Italian Nationwide Survey. J Clin Microbiol. 2002;40(2):611–614.

19.       Tasli H, Bahar IH. Molecular characterization of TEM- and SHV-
derived extended-spectrum beta-lactamases in hospital-based 
Enterobacteriaceae in Turkey. Jpn J Infect Dis. 2005;58(3):162–7.

20.       Lee MY, Song JH Lee, H, Jung DS, Jung SI. Prevalence and char-
acterization of extended-spectrum beta-lactamase-producing 
Enterobacteriaceae isolated in Korean hospitals. Diagn Microbial 
Infect Dis. 2008;61(4):453–9.

21.       Pages Jean-Marie, Lavigne Jean-Philippe, Leflon-Guibout Véro-
nique, Marcon Estelle, Bert Frédéric, Noussair Latifa, et al. Efflux 
pump, the masked side of ß-Lactam resistance in Klebsiella 
pneumoniae clinical isolates. PLoS One. 2009;4(3).

22.       Queenan AM, Bush K. Carbapenemases: the versatile beta-lacta-
mases. Clin Microbiol Rev. 2007;20(3):440-58.

23.       Gur D, Gulay Z, Akan OA, Aktas Z, Kayacan CB, Cakici O, et al. [Re-
sistance to newer beta-lactams and related ESBL types in gram-
negative nosocomial isolates in Turkish hospitals: results of the 
multicentre HITIT study]. Mikrobiyol Bul. 2008;42(4):537–44.



Safari M et al.

Jundishapur J Microbiol. 2013;6(8):e71826

24.       Samaha-Kfoury JN, Araj GF. Recent developments in beta 
lactamases and extended spectrum beta lactamases. BMJ. 
2003;327(7425):1209–13.

25.       Bazzaz BS, Naderinasab M, Mohamadpoor AH, Farshadzadeh Z, 
Ahmadi S, Yousefi F. The prevalence of extended-spectrum beta-
lactamase-producing Escherichia coli and Klebsiella pneumoni-
ae among clinical isolates from a general hospital in Iran. Acta 
Microbiol Immunol Hung. 2009;56(1):89–99.

26.       Feizabadi MM, Delfani S, Raji N, Majnooni A, Aligholi M, Shahcher-
aghi F, et al. Distribution of bla(TEM), bla(SHV), bla(CTX-M) genes 
among clinical isolates of Klebsiella pneumoniae at Labbafine-
jad Hospital, Tehran, Iran. Microb Drug Resist. 2010;16(1):49–53.

27.       Morosini MI, Garcia-Castillo M, Coque TM, Valverde A, Novais A, 
Loza E, et al. Antibiotic coresistance in extended-spectrum-beta-
lactamase-producing Enterobacteriaceae and in vitro activity of 
tigecycline. Antimicrob Agents Chemother. 2006;50(8):2695–9.

28.       Gonullu N, Aktas Z, Kayacan CB, Salcioglu M, Carattoli A, Yong DE, 
et al. Dissemination of CTX-M-15 beta-lactamase genes carried 
on Inc FI and FII plasmids among clinical isolates of Escherichia 
coli in a university hospital in Istanbul, Turkey. J Clin Microbiol. 
2008;46(3):1110–2.

29.       Yumuk Z, Afacan G, Nicolas-Chanoine MH, Sotto A, Lavigne JP. 
Turkey: a further country concerned by community-acquired 
Escherichia coli clone O25-ST131 producing CTX-M-15. J Antimicrob 
Chemother. 2008;62(2):284–8.

30.       Azap OK, Arslan H, Serefhanoglu K, Colakoglu S, Erdogan H, 
Timurkaynak F, et al. Risk factors for extended-spectrum beta-
lactamase positivity in uropathogenic Escherichia coli isolated 
from community-acquired urinary tract infections. Clin Micro-

biol Infect. 2010;16(2):147–51.
31.       Kim Junyoung, Jeon Semi, Rhie Hogeun, Lee Bokkwon, Park Mis-

un, Lee Hoanjong, et al. Rapid Detection of Extended Spectrum 
β-Lactamase (ESBL) for Enterobacteriaceae by use of a Multiplex 
PCR-based Method. Infect Chemother. 2009;41(3):181–184.

32.       Monstein HJ, Ostholm-Balkhed A, Nilsson MV, Nilsson M, Dorn-
busch K, Nilsson LE. Multiplex PCR amplification assay for the 
detection of blaSHV, blaTEM and blaCTX-M genes in Enterobacte-
riaceae. APMIS. 2007;115(12):1400–8.

33.       Sasaki T, Hirai I, Niki M, Nakamura T, Komalamisra C, Maipanich 
W, et al. High prevalence of CTX-M beta-lactamase-producing En-
terobacteriaceae in stool specimens obtained from healthy in-
dividuals in Thailand. J Antimicrob Chemother. 2010;65(4):666–8.

34.       Mirzaee M, Pourmand MR, MChitsaz M, Mansouri S. Antibiotic 
Resistance to Third Generation Cephalosporins Dueto CTX-M-
Type Extended-Spectrum Beta-Lactamases in Clinical Isolates of 
Escherichia coli. Iranian J Publ Health. 2009;38(1):10–17.

35.       Schmitt J, Jacobs E, Schmidt H. Molecular characterization of 
extended-spectrum beta-lactamases in Enterobacteriaceae from 
patients of two hospitals in Saxony, Germany. J Med Microbiol. 
2007;56(Pt 2):241–9.

36.       Xu L, Ensor V, Gossain S, Nye K, Hawkey P. Rapid and simple detec-
tion of blaCTX-M genes by multiplex PCR assay. J Med Microbiol. 
2005;54(Pt 12):1183–7.

37.       Nazik Hasan, Ongen Betigul, Yildirim EF, Ermis Fatih. High prev-
alence of CTX-M-type beta-lactamase in Escherichia coli isolates 
producing extended-spectrum beta-lactamase (ESBL) and dis-
playing antibiotic co-resistance. Afr J Microbil Res. 2011;5(1):44–49.


